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Background: Ureaplasmas are associated with numerous problems in human reproduction. The 
multiple banded antigen, thought to be a key virulence factor of ureaplasmas, undergoes size 
variation in vitro. We investigated in vivo size variation of the mba gene in pregnant sheep.  
 
Methods: At 50 days of gestation (d, term=150d) ewes bearing single fetuses received an ultrasound-
guided intra-amniotic injection of either: 2x107 colony forming units (cfu: high dose) of U. parvum 
(serovar 3, n=7; serovar 6, n=8); 2x104cfu (low dose) of U. parvum (serovar 3, n=6; serovar 6, n=8); 
or media control, (n=6). At 125d, fetuses were delivered by Caesarean section. Chorioamnion was 
fixed, H&E-stained and viewed by light microscopy. Amniotic fluid and fetal lung tissue were cultured 
for ureaplasmas; single colony-forming-units (isolates) were tested by PCR to amplify (i) the 5� region 
and (ii) the 3� repeat region of the mba.  
 
Results: The 5� upstream mba was conserved in all amniotic fluid and fetal lung tissue isolates. The 
size of the 3� mba repeat region varied between isolates when compared to original inoculums and U. 
parvum reference serovars 3 and 6. Some specimens contained more than one size variant. Variation 
of the size of the 3� repeat region of the mba was correlated with different severities of histologic 
chorioamnionitis.  
 
Conclusion: Ureaplasmas are able to vary the size of the mba gene in vivo to generate numerous 
size variants within a population. This may be a mechanism of avoiding the host immune response, 
thus enabling these organisms to cause chorioamnionitis of different severities.  
 
 
 


